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 Objective:  Understand genetic regulations in bacteria across the cell:
 linkages between genetic and metabolic networks.
 responses of bacteria in terms of pathogenicity.

 15 European partners including modelers and biologists. 
 Data production at all levels of the cell: transcriptome, proteome, 

Fluxome, metabolome, live cell arrays, Chip-Chip, prot-prot
interactions, etc. 

 Models and tools developments to understand and integrate biological 
complexity.

 MIG (Mathématique, Informatique et Génome):
1. Genome structural annotation (A. Leduc, P. Nicolas, P. Bessières).
2. Formalization and analysis of biological systems (A. Goelzer, V. 

Fromion).
3. Data processing/analysis (L. Aïchaoui, V. Fromion).

Towards an understanding of dynamic transcriptional regulation 
at global scale in bacteria: a systems biology approach
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Development of a new technology for B. subtilis, the LCA 

High-throughput :
Real-time monitoring of promoter activities in living cells

96-well plate

Promoter GFP mut3 spec R ColE1 Promoter gene X

RBS* RBS

High-thoughput
reading

Library of 
Px-gfp strains

Data storage and analysis
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 A useR!-friendly interface to entering data 
into the database

 A database to store data from LCA 

 A useR!-friendly interface to process data 
and retrieve results and graphs 
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LCA Objectives: 
High-throughput
 Real-time monitoring of promoter activities in living cells
 Organizing regulations in a temporal hierarchy

In order to test perturbations on a coherent subset of fusions:
 Mutants
 Growth conditions
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RMySQL

Database

Statistical 
processing

Interface
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http://upload.wikimedia.org/wikipedia/fr/6/62/MySQL.svg
http://upload.wikimedia.org/wikipedia/commons/2/27/PHP-logo.svg


system("C:/.../R/R-2.10.0/bin/Rcmd" BATCH C:/.../.../script.R)

R call in PHP
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library(RMySQL) 

m=dbDriver("MySQL")

chaCurv=dbConnect(m,dbname=dsnc,user=uidc,password=pwdc)

reqbg=paste("SELECT well_pk FROM well WHERE backgd='yes' 

AND platew_pk='",nplate,"'",sep="")

wbg=dbGetQuery(chaCurv,reqbg)

dbDisconnect(chaCurv)

Connexion to MySQL database
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 Development of an installer

 Automatic classification of promoter activity curves

 Tool distribution to the LCA community



 The BaSysBio Consortium

 Vincent Fromion and Anne Goelzer for their assistance

 Matthieu Jules and Ludovic Le Chat for their help in 
biology

 Hugo Devillers for his advices in R

 Thibault De Maillard for his help in javascript

 Pascal Neveu and Anne Tireau for their help on the first 
version of the interface 
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http://ciam.inra.fr/r4ciam/

http://ciam.inra.fr/r4ciam/
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